Viral double-stranded RNAs of Eimeria spp. of the domestic fowl: analysis of genetic relatedness and divergence among various strains.
Genetic relatedness was examined among putative viral double-stranded RNA (dsRNA) genomes of Eimeria acervilina, E. maxima, and E. necatrix using Northern hybridization. No cross-hybridization was found among these dsRNAs, revealing little sequence homology, if any. In addition, dsRNAs from eight E. acervulina strains collected from different localities in the United States were also examined for genetic relatedness. The putative viral dsRNAs from these eight strains, including the Guelph strain, hybridized with one another to varying degrees, indicating that they are related but divergent.